Figure 1. 



ATG AGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAAT 

TAGATGGCGATGTTAATGGGCAAAAATTCTCTGTCAGTGGAGAGGGTGAAG 

GTGATGCAACATACGGAAAACTTACCCTTAAATTTATTTGCACTACTGGGAA 

GCTACCTGTTCCATGGCCAACACTTGTCACTACTTTCGCGTATGGTCTTCAAT 

GCTTTGCGAGATACCCAGATCATATGAAACAGCATGACTTTTTCAAGAGTGC 

CATGCCCGAAGGTTATGTACAGGAAAGAACTATATTTTACAAAGATGACGG 

GAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAAT 

AGAATCGAGTTAAAAGGTATTGATTTTAAAGAAGATGGAAACATTCTTGGAC 

ACAAAATGGAATACAACTATAACTCACATAATGTATACATCATGGCAGACA 

AACCAAAGAATGGAATCAAAGTTAACTTCAAAATTAGACACAACATTAAAG 

ATGGAAGCGTTCAATTAGCAGACCATTATCAACAAAATACTCCAATTGGCGA 

TGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCTGCCCTTT 

CCAAAGATCCCAACGAAAAGAGAGATCACATGATCCTTCTTGAGTTTGTAAC 

AGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATAA 
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Figure 2. 



ATGTTTGAACCAATGGAACTTACCAATGACGCGGTGATTAAAGTCATCGGCG 

TCGGCGGCGGCGGCGGTAATGCTGTTGAACACATGGTGCGCGAGCGCATTG 

5 AAGGTGTTGAATTCTTCGCGGTAAATACCGATGCACAAGCGCTGCGTAAAAC 

AGCGGTTGGACAGACGATTCAAATCGGTAGCGGTATCACCAAAGGACTGGG 

CGCTGGCGCTAATCCAGAAGTTGGCCGCAATGCGGCTGATGAGGATCGCGA 

TGCATTGCGTGCGGCGCTGGAAGGTGCAGACATGGTCTTTATTGCTGCGGGT 

ATGGGTGGTGGTACCGGTACAGGTGCGGCACCAGTCGTCGCTGAAGTGGCA 

10 AAAGATTTGGGTATCCTGACCGTTGCTGTCGTCACTAAGCCTTTCAACTTTGA 

AGGCAAGAAGCGTATGGCATTCGCGGAGCAGGGGATCACTGAACTGTCCAA 

GCATGTGAACTCTCTGATCACTATCCCGAACGACAAACTGCTGAAAGTTCTG 

GGCCGCGGTATCTCCCTGCTGGATGCGTTTGGCGCAGCGAACGATGTACTGA 

AAGGCGCTGTGCAAGGTATCGCTGAACTGATTACTCGTCCGGGTTTGATGAA 

15 CGTGGACTTTGCAGACGTACGCACCGTAATGTCTGAGATGGGCCACGCAATG 

ATGGGTTCTGGCGTGGCGAGCGGTGAAGACCGTGCGGAAGAAGCTGCTGAA 

ATGGCTATCTCTTCTCCGCTGCTGGAAGATATCGACCTGTCTGGCGCGCGCG 

GCGTGCTGGTTAACATCACGGCGGGCTTCGACCTGCGTCTGGATGAGTTCGA 

AACGGTAGGTAACACCATCCGTGCATTTGCTTCCGACAACGCGACTGTGGTT 

20 ATCGGTACTTCTCTTGACCCGGATATGAATGACGAGCTGCGCGTAACCGTTG 

TTGCGACAGGTATCGGCATGGACAAACGTCCTGAAATCACTCTGGTGACCAA 

TAAGCAGGTTCAGCAGCCAGTGATGGATCGCTACCAGCAGCATGGGATGGC 

TCCGCTGACCCAAGAGCAGAAGCCGGTTGCTAAAGTCGTGAATGACAATGC 

GCCGCAAACTGCGAAAGAGCCGGATTATCTGGATATCCCAGCATTCCTGCGT 
25 AAGCAAGCTGAT TAA 



Figure 3. 



BamHI 
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Figure 4. 



CGGTTTAAACCGGGGATCTCGATCCCGCGAAAT TAATACGACTCACTATAG 
<— vector T7-promoter 

5 

GGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTT 



AA GAAGGAG ATATA CATATG <- ftsZ gene -> GA TCTAGAAGTACTATTTCAA 
RBS Ndel-site/ start linker-sequence (Leu-Glu-Val-Leu- 



GGGCCC ATG <- GFP-gene -> TAA GGATCC GGCTGCTAACAAAGCCCGAAAG 
Phe-Gln-Gly-Pro) stop/BamHI-site 



GAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAA CTAGCATAACCCCTT 

15 

GGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTG CTGAAAGGAGGAACTAT 

T7 transcription terminator vector — > 
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Figure 5. 
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Figure 6. 



GGACCAAACACAGAATTTGCACTATCCCTGTTAAGGAAAAACATAATGACT 
ATAACAACCTCAAAGGGAGAGTTCACAGGGTTAGGCATACATGATCGTGTCT 

5 GTGTGATACCCACACACGCACAGCCTGGTGATGATGTACTAGTGAATGGTCA 
GAAAATTAGAGTTAAGGATAAGTACAAATTAGTAGATCCAGAGAACATTAA 
TCTAGAGCTTACAGTGTTGACTTTAGATAGAAATGAAAAATTCAGAGATATC 
AGGGGATTTATATCAGAAGATCTAGAAGGTGTGGATGCCACTTTGGTAGTAC 
ATTCAAATAACTTTACCAACACTATCTTAGAAGTTGGCCCTGTAACAATGGC 

10 AGGACTTATTAATTTGAGTAGCACCCCCACTAACAGAATGATTCGTTATGAT 
TATGCAACAAAAACTGGGCAGTGTGGAGGTGTGCTGTGTGCTACTGGTAAG 
ATCTTTGGTATTCATGTTGGCGGTAATGGAAGACAAGGATTTTCAGCTCAAC 
TTAAAAAACAATATTTTGTAGAGAAACAA 



62 



Figure 7. 



CGGTTTAAACCGGGGATCTCGATCCCGCGAAAT£A^J^GACXCACXAIAQ 

T7-promoter 

GGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTT 



10 s 



Ncol-site 

^SSf^^^^^OAAGCTGAGTTGGCTGCTGCC 



ACCGCTGAGCAATAACT 



AGCATAArrrrTTGcnnr^, , , rrrrTrTT 

T7 transcription terminator L 



GAGGGGTTTTTTCCTGAAAGGAGGAACTAT 

vector 
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Figure 8. 

KDa M 1 2 3 4 
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Figure 9. 



KDa M 1 2 3 4 5 

20 — 
6.6 
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